b Fig. 1 Alterations in the fecal microbial community structure of aging mice. Fecal samples of 2 months old (young) and 20-22 months old (old) mice were collected for analysis (n = 7 samples per group Prevotel-laceae_UCG_001, c: Bacteroidales, d: Helicobacter, e: Helicobacteraceae, f: Campylobacterales, g: Guggenheimella, h: Ruminococcaceae_UCG_014, i: Ruminococcaceae, j: Clostridiales, k: Dubosiella, l: Erysipelotrichaceae, m: Erysipelotrichales, n: Selenomonadales, o: Akkermansia, p: Akkermansiaceae, q: Verrucomicrobiales. f LDA scores computed for differentially-abundant taxa in the fecal microbiomes of young (blue) old DR (green) and old AL (red). Length indicates effect size associated with a taxon. p = 0.05 for the Kruskal-Wallis test; LDA score [ 2 Fig. 4 Short-term DR reverted compositional alterations of bacterial taxa associated with obesity and inflammation in aging mice. 20-22 months old mice were treated with DR or AL diet for 2 months. Fecal samples of the following groups were collected for analysis: YAL (2 months old mice fed with ad libitum), OAL (22-24 months old mice fed with ad libitum), and ODR (22-24 months old mice pre-treated with DR for 2 months before sample collection) (n = 7 samples per group). a, b, d-i Relative abundance based on OTUs of intestinal bacteria taxa. c Ratio of Firmicutes/Bacteroidetes based on relative abundance of OTUs. Note that DR significantly rejuvenated all alterations of indicated taxa in aging mice. j, k Body and belly fat weight of indicated groups. Note a significant reduction upon DR. Results were displayed as mean ± SEM. *p \ 0.05; **p \ 0.01; ***p \ 0.001; ****p \ 0.0001 by unpaired two-tailed Student's t test
